o FBE AR K

Medical Journal of Peking Union Medical College Hospital

s R E I RERNFHEARAZERRAREm =

THRED, BEX, BHE, WEE, F OF, RER

ViR AR LA R AR A EE A SR e T AT M 2 L A N SR %, db AT 100730
2 EEERERE AC R E BRI AR B, JERT 100005
P ERICA MR A s v E R IR, 6 100029

WY . R dih. 010-69159766, E-mail: xycpumch@139.com

[HEE] ERYerEgoiim s, SERL, SRS o R 0 A R A Tt 245 44 X 282 TOUS Jeal Il 25 B T2, I R Al
A B R B JER T R ARSI IR, TR DRI B AR A A 56 55 1 RS A AR A5 ARSI IR T 5 5 25 W) i
SRR P T RO IUIR | B R R ok R R L, BENIRIRBAE Y S = R AR M5 | A 5%

[RBIR] WERMAY Y PR, S, BT B BOG MR R H B RATET [ B0 SBibsR; w2 Y ek
s BERANT; RIMRE 2P U

[FEHZES] R446.5; RI [ sxEktREmMm] A [ZEHE] 1674-9081(2021)04-0427-06

DOI; 10. 12290/ xhyxzz. 2021-0387

Current Situation and Prospect of New Techniques for Rapid Clinical
Microbiological Testing

NING Yating'*, YANG Qiwen', CHEN Xinfei'*, YU Jinhan"?, LI Xue'?, XU Yingchun'

'Department of Clinical Laboratory, State Key Laboratory of Complex Severe and Rare Diseases, Peking Union Medical
College Hospital, Chinese Academy of Medical Sciences & Peking Union Medical College, Beijing 100730, China
*Graduate School, Chinese Academy of Medical Sciences & Peking Union Medical College, Beijing 100005, China
*Department of Clinical Laboratory, Beijing Anzhen Hospital, Capital Medical University, Beijing 100029, China

Corresponding author; XU Yingchun Tel: 86-10-69159766, E-mail: xycpumch@139.com

[ Abstract] Infectious diseases begin and progress rapidly, so early accurate identification and detection
of pathogen resistance is crucial for the prognosis of patients and the curb on drug resistance. Conventional clini-
cal microbiological technology has been unable to meet the needs of rapid diagnosis and treatment. Therefore
rapid detection technology becomes the focus of clinic and clinical laboratory. This paper reviews the research
status of the latest technology for rapid identification and detection of drug sensitivity, and discusses their prob-
lems and the key points of future development, providing reference to the introduction of new technologies in the
clinical microbiological laboratory in the future.
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